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Subspecific Taxonomy of Ficedula parva Based on
Sequences of Mitochondrial Cytochrome b Gene
LI Wei ZHANG Yan-yun
Ministry of Education Key Laboratory for Biodiversity Science and Engineering  Beijing Normal University — Beijing 100875  China

Abstract albicilla were two species or two subspecies.

Complete sequences of mitochondrial cytochrome b gene were used as a genetic marker to study the taxonomic status of

It was disputed that Ficedula parva parva and F. p.
them. The genetic distance between F. p. albicilla and F. p. parva was 6.3% based on the Kimura’s two
Parameter’s method which was far more than the genetic distance between other species of Ficedula . The results suggest
that F. p. albicilla and F. p. parva should be two species their names are F. albicilla and F. parva separately

and the divergence time between F. p. albicilla and F. p. parva is 3.15 to 3.25 My.
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Fig.1 Nucleotide variances of sequences in mitochondrial cyt b gene from F. p. albicilla and F. p. parva
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Table 1 Base composition for cyt b sequences of two subspecies of F. parva in different positions
of the genetic codon

Total sequences Ist position 2nd position 3rd position
T 23.7 20.3 40.4 10.5
A 27.9 24.1 20.7 38.9
(0 34.8 30.9 26.2 47.3
G 13.6 24.8 12.6 3.4
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Table 2 Genetic distance above the diagonal and substitutions ts/tv below the diagonal between two
subspecies of F. parva

1 2 3 4 5
L F. p. albicilla 1 0.001 0.002 0.002 0.064
2 F. p. albicilla 2 1/0 0.001 0.001 0.064
3 F. p. albicilla 3 1/1 0/1 0.002 0.065
4F. p. albicilla 4 2/0 1/0 1/1 0.063
5F. p. para 62/7 62/7 62/8 61/7
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Fig.2 Phylogenetic tree using maximum parsimony method inferred from mitochondrial cyt b

gene sequences of Ficedula
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