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Abstract: Caveolins, a class of principal proteins forming the structure of caveolae in plasmalemma, were encoded
by caveolins gene family. Caveolin-1 gene is a member of caveolins gene family. In the present study, a full-length of
2605 bp caveolin-1 cDNA sequence in Columba livia domestica, which included a 537 bp complete ORF
encoding a 178 amino acids long putative peptide, were obtained by using RT-PCR and RACE technique. The Columba
livia domestica caveolin-1 CDS shared 80.1% — 93.4% homology with Bos taurus, Canis lupus familiaris, Gallus gallus
and Rattus norvegicus. Meanwhile, the putative amino acid sequence of Columba livia domestica caveolin-1 shared
85.4% — 97.2% homology with the above species. The semi-quantity RT-PCR revealed that Caveolin-1 expressions were
detectable in all the Columba livia domestica tissues and the expressional level of caveolin-1 gene was high in adipose,
medium in various muscles, low in liver. These results demonstrated that Caveolin-1 gene was potentially involved in
some metabolic pathways in adipose and muscle.
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15 IR 55 5B AR 2 5 W) (Fanzani et al, 2007), Jf) iz
TELET Z R R A arh, Gy B4 e, et 4 4n
J s P UL R0 T 197 40 i 5% (Scherer et al, 1997);
Caveolin-3 2 AELE T2 FhILAH

N Caveolin-13ERANL T 75 Q04K q31.1,
= ANHNE T4 l(Engelman et al, 1998). Caveolin-1
e BBy, NHRRNA:, LR RFNE
L) Caveolin-1[1 [FIYETE 73 Al JE85% . 92%H184%
Caveolin-1JE R () i FEAR SE R 4R 7R T Caveolin-1
FEDRICT AN f D RE M B . Bl IAR 2 1 AR ) 0T
FORHE RS, RIVE S A5 V2 9 i Dh Re A B B
%. Smythe et al (2003)#FFTiESE, Caveolin-1Z4
TEMESE SR RBEE S MG S ST
L, SESHIAERIZH, BTl ESE, W
FEMS 2 TR S A . S I 28 A 22/ 3 2 IR
WG EZ AR WU RIS AR T — A 5
(NOS)Z%(Cohen et al, 2003; Jasmin et al, 2007).
RS B2 P40 N I — M R EY) 5, EAMNS S
TRt s, i oA BT Eg . 4E4E 2 D DL
PR 1) J5UBH(Parton et al, 2006). R, #4540
DAL 471U JIEL ] R R A 267 06T 4 R T 5 %) 40 i 2D R
EH EE ), Caveolin-1 1] LAk —Fl I [ ji 45 &
o KN FUR B BIAL, e AN AR,
e PR o Vi H T A 2 5 B b ()i
2 JE[E S5 R Caveolin-1 mRNA K IGEL, B
5 20 B P AL B 0, Caveolin- 158 B39 0,
Sd K, Caveolin-1 15 38 i A 2k JIH [ B 43 4% i
i 2% (Hailstones et al, 1998). Caveolin-17]§¢Z 5 if
TR B Bh A 4 (Pol et al, 2001 Pol et al, 2004;
Wang et al, 2008). Wang et al (2008)Hf 57 %& Bl
Caveolin-1mRNA {E W A% 5 M e 5 e KL &
REREE, BEMSTERAK, 4R EH
Caveolin-1 FEFA] GEJ& — MR AR PEIL LD

LK, HEr AW Caveolin-15E 54 v
B, ARSI Caveolin-13E RIS B # 7o B IIHRIE
ARSI HHE GenBank 1 CARIE [ (NM_001105664)
FINMNM_001753)[F] Caveolin-1JF5 11514, XK
Ffl RT-PCR 5 RACE i A %2 v B H 5K a8 (A
%) Caveolin-1FE K 144K cDNA FHT¥, HrEEH
TEAFPIF A R OCR, KR Caveolin-1%E
RIZH AR RE e VAT T 0 dr, A et — 2ot
598 Caveolin-13E N I U RESE AL IR . [RII, 24
TERF PN &5 B RS G A LS5 I B M b ok i 42

P -
1 #MR575%

1.1 SRIEEIIR S RNA $2E

KEZW (NI FEE M. L. DL
B BRIV W N B IR 10RLZY, WA
TR G T—80C UK 247 . K H Trizol(Invitrogen,
USA) 7l $E B IR 21 5 RNA, fRAF T-80°C K
Mo
1.2 SRR FAE B

f4f GenBank EX[FMS(NM_001105664). A
(NM_001753)25 () Caveolin-1 N 558514
chicav1fl/chicavlrl H T4 1% Caveolin-1 cDNA 34}
JP4s AR IRAF I 53 K 5 Caveolin-1 HE A I 7 4]
Wil T 3-RACE Fl 5-RACE (W} 1E514:
pgeavlf2/pgeavlr2; IG5 GAPDH JE ¥ %)
(GenBank % 3% 5 : AF036934) , W it 51 ¥
chigapfl/chigaprl, ¥ 45 GAPDH K5 ; M4 3K
KRS Caveolin-1 2K P HI B8 B 5514
chicavir2. 5|#)H _LifgE 1AM TR RIS AR
oAl A . 51#) 3'race outer primer/3'race inner
primer 1 5'race outer primer/5'race inner primer 73 %)
K HF TAKARA 3'-Full RACE Core Set Ver.2.0 /I
5'-Full RACE Kit i{ FI (£ 1).
1.3 RT-PCR Fi 5-RACE. 3’-RACE

RT-PCR{%TaKaRa /¥ 5% i /il i (TaKaRa RNA
PCR Kit Ver3.0)ERHEAT. LAAKMIcDNAN KL
2, H151%chicavifl/chicavirl HEATY #, W 1Ak &R
24 10xPCR buffer 2.5 uL, 10 mmol/L dNTPs 2 uL, 10
umol/L5 |[P)chicav1fl/rl %% 1 uL, rTaq(5 U/uL)1 pL,
1 uLcDNA, dd H,0 17.3 pL. PCREEFH: 94°C 5
min; 94°C 30 sec, 60°C 30sec, 72°C 1 minit 30
fiGFF; 72°C 10 min. PCRP“ITE 1.5%HUIRRHEE R
HLUK, IR I s e

5'-RACE #% TAKARA 5'-Full RACE {7 &
FHUEBIHEAT(Lu et al, 2010). K545 511 cDNA H
5'race outer primer/chicavirl ST —5e ¥ 14, FLA
S'race inner primer/ pgcavlr2 514X} 541 PCR
PEYIREAT I PCR 37719, PCR P2 WI7E 1.5%55 B
I LUK, I Do S

3'-RACE % TAKARA 3'-Full RACE Core Set
Ver.2.0 R &R F#AT(Lu et al, 2010). 514
3'race outer primer/chicav1fl X} il % 4 i) cDNA 84T
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Tab.1 Primers using for gene cloning

514 %% Primer name

5175 Sequence of primers(5'—3’)

chicavl1fl ACAGGGCAACATCTACAAGC
chicavlrl TGCACTGGATCTCAATCAGG
pgcavi1f2 GCTACCTGATTGAGATCCAG
pgcavir2 TCTGGCTCAGCAATCACATC
chigapfl TCATCTGAAGGGTGGTGCTA
chigaprl GCATGGACAGTGGTCATAAG
chicav1r2 CTCGGATGCTGCTGAACACT

3'race outer primer

3'race inner primer
, .

S'race outer primer

S'race inner primer

TACCGTCGTTCCACTAGTGATTT
CGCGGATCCTCCACTAGTGATTTCACTATAGG
CATGGCTACATGCTGACAGCCTA
CGCGGATCCACAGCCTACTGATGATCAGTCGATG

S5 14, FELL 3'race inner primer/pgeav1f2 514
X 581K PCR = #)idk47 5 PCR #7485, PCR /™
WILE 1.5%ZE BRI b ik, IR B )5 DY
1.4 A [RE4HZE mRNA FRixH) RT-PCR 4

RT-PCR /7 VAR AN [F] 21 23 mRNA 13634 53 Aii
JFEUR - [ 4% TaKaRa 3 5687 £ (TaKaRa
RNA PCR Kit Ver.3.0)ZRIAT([A L& 1.3 BY).
RT-PCR I, ¥ 3 K4S Caveolin-1 HIHf 7K K
GAPDH (154153 ))& chicavlfl/t2. chigapfl/rl,
eSS o R B 7 B I VAR R NP7 S T AN S
FEva B P90 E T X 0 5 18 1 B S1l. PCR
SNAR R FNGAF IR L
1.5 St RERH

RGN F4E DNAMANS.0 it E b7 4y
#1, 35 GenBank F3REUK HARYI Rl T 5 HEAT [R5
PELb# . A MEGA 4.0 %4} Kimura
2-parameter VAT BLIFHBAE R B RRE . DLEE B FEAR
$&J:(Neighbor- Joining, NIEER G K AEM, Wit A
51 A5 (bootstrap) sk i R 48 3 S 1 B AR BE(ER X
4 1000). i1 DNAMANS.0 %4 1 a2 L1 5
51, X ExPASy Proteomics Server(http://cn.expasy.
org/tools/pi_tool.html)F1 TMpred 4347 25 [ IR A X 43
TR SRR A

2 FRE55MR

2.1 RT-PCR ¥ 1
LR ARSI RNA Akib, S n1e 3

¢cDNA, 54 chicavifl/ rl1 ¥£47 PCR ¥}, PCR
PR 1.5%BE I e rh e KA DU (BT 1) FRIKAS:
M&E R IR, 155370 bp A4 1) PCR ¥ 1774
SR E I B BEARRT, Kz BRI s v b
F| pMD-18T #Hfhr, &P fE3R18 T Bt
TR, 5L Caveolin-1 FER LLXT,
WINZT 3 K A8Y Caveolin-1 FEIR R 4w X 3443
H1l

(bp)
2000

1000
750
500

250
100 —

Kl 1 RT-PCR J% 3'-RACE. 5-RACE §" #) 5 f
Caveolin-1 £ cDNA
Fig. 1 The amplification products of Columba livia
domestica Caveolin-1 cDNA by RT-PCR,
3'-RACE and 5'-RACE methods
M: DL-2 000 AHX$ 4 7 i brht: 1: 514 chicavlfl/rl ) RT-PCR 1
7#); 2: 3-RACE #); 3: 5-RACE ¥ /4.
M: DL-2,000 DNA Marker; Lane 1: RT-PCR products; Lane 2: 3'-RACE
products; Lane 3: 5'-RACE products.
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2.2 5-RACE #1 3'-RACE ¥ 1&

DL LS RNA SRR, 45t 5'-RACE
3'-RACE [{J%#i% PCR, Z3HI#3%] T 259 bp F12.1
kb KJEMIS, SR TN R REEE 1.

I IR BRI s pE 2] pMD-18T #ifk
H, NF R T BN TTIR YA, &5
Caveolin-1 FEHR LT, HHINZX ISR H 5 0 K
Caveolin-1 FER 1) 5'F1 356 551
23 FISHFEHLs R

IR 3 A R B R R Y, Bk
2 605 bp &K MI5Y Caveolin-1cDNA 751, B8
GenBank(& %5 : GU370065). MFFIME T 537
ANZFF BRI T IO ) A, JLR 4R %505 1 /& ATG,
BTS2 TGA, BITPESiY 178 M LR (K 2),

H: 5-UTR X4 52 bp; 3'-UTR X} 2 016 bp, 15
*AAMAAMFh?Q

% Caveolin-1 JER Gt X 751 51 (NM_001105664
IR JEE R 93.4%: 55 AN (NM_001753) . #6 5% i
(BC161826) ZX K (NM_001003296)24 7+ (1) [ J5i
15 81.0% /it HE— AT R BEIR 741 LT 4,
K539 Caveolin-1 2L [FIVETE FIE 97.2%;
A KRB FSEZLYR B RIE R 87.0% 2r A4
(#2). MHMFEWSILMYFN Caveolin-1 FEHT)
LR R, ARSI Caveolin-1 FEF 741 5
GenBank ALY, KR BP0, 2B 4096, M.
AN BIEBEZMIR Caveolin-1 %)), F|H MEGA
4.0 AL 9 NI SRR (B 3). I3
AL, KA SRS S — AN 533, AR L YIIE 1k
*4ﬁi,ﬁ5%%%wﬁ*m ;.
24 HBETW

Fi% Caveolin-1 & HTRIAH G20 7 &4
20 524, 5¥5(MW=20447)FI(MW=20472)Caveolin-1

Fl DNAMANS.0 #AF3E4T RV VE LR 0T, K

AHABL . FOUIN 45 FE 55K 5.84,

1 CGANANATATAGCGOCAGAANCCOCACGGUCAGAGCCGOCOCAGCCAGCCOCGGOGCGOCAGCATGTOCOCGG
M = [
(=%l TACCAAATACGTAGACTCGGAGGGO T T TOCTG TACACGGOCGCCCATOCAGGGAGOCAGGGOCAA
T K 2’ v n = ® G 1o i e T~ N 1o T ) ® «Q G ™~
1221 CATCTACAAGCCCAACAACAAAACCATCCCAGATCAGCCTGAACCAAAAGCCCCGTGCACGA
T Y K » ™~ ~N K T M A » = i ™~ ©® K A v ¥ =]
1521 COGTGOCACACCAANAGCGAGATCGCACCTGGTOCAACCGCAGACCCTAAGCACCTCAACGACGACGT
v H s K 1= T »n 1. v ™~ ® »n i K H I ~N » o] v
=241 GCGGTOCAAGATTGATTTTGAAGCGATGTGATITGCTGCAGCOCAGAGGGANACACACAGCTTTGATGG
v K T »n = = » v T A = 1= = < s H = 1S o] [
201 AATTTGCAAGGCCAGT T T IACCACCTTCACTG TAACAAAATACTGGTT T TATCG T T TACT
T w K A = = T T = T A% T K 2’2 w " ¥ ® | i
3651 GTOCAGCAATCT T TGGCAT TCOCTATGGO TOCTCATCTGGGGCATCTACT T TGCCA T T T TG TC
= A x IS8 G x o4 M A I x w G x s = A x i =
A= ATTCOCTGOCACATOCTGGGOCAGTGGTGOCOCTTGOCATAAGCGAGOCTACCTGATTGAGATCCAGTG
5 i 12 T w A v v o4 o T ® = ke i T = T @ =]
A1 CATTAGCCGOCGTOCTATITCGATCTGOCATCCACACGTTCTGCGCACCCACTGT T TGAGGOCOCAT
T = ) v 'S = T [ T H T 1= [=] n P I = = A T
511 AGCGCAAAATGT TCAGCAGCATCCGAGCCACAGTACGCGGAAAGAAAT I TGAGGGACATTTCA
< K ™M IS = = T R A ™ v = ®’ = T e
SOl AGAAGACCCATCAGCCTAGGAAGGGGGCAGGG T TITGTG TG TTGT T TGAAGTG T T T TGG TG
[STSR ) CCAGTTTTGTGTTTCCCAAAGCAAAGTACAGCAACTGGTGGTGGATATACTGGCCCAAAA
T=1 CAAAGAATCACTTGCTCAGTTTCTTTTTCTACTGTTTATTCTTACTGGACTACTTGCT TT
TEL GOGGTATT T T T T T T T T T T T T T T T T T T T T T T T TAACT TCAGTCTGCAT T TCAAACTAACCTT
241 AAATGGTTATTCT TCCATGCCAGCTGCATATCATTTTGCTGGCTGOCTCAGT TCAGAGACT
D01 CAAGTGTTGTTGGATGACT T TT TATCTCACCCTGCATTCOCTTGTGAGATAAATCCACAGT
[=1=%1 CATACTGCAAGAACGACAAAAATGCO T T TCCAACACTG TAAAGCCAT TCATITTTIATIGCTGGOE
10221 CAAAGCGAGCCACAGAGOCTAT TGAAGCCAGCAAGGAACGCTCACCAGOCTCGCAGGT T T TAGOCAGAA
10531 3
1141
1201 3 ITTCATGCGOCATAAAAAG
1261 CTTCAGTTGGTGCCT T TCT TTCACATTICTCTCTITGGAAGT TTGCATCCAGCCATTTCTCA
1321 ACCTTTGCTAGGATTGOCAGAAGCAANACTGOCAGT TGAGAACTAAANACTGGTCATTATGGAN
1381
1421 >
1501 TAACCOCTOGAGT TACAAGAAAAATGCAAGCGCCGTGCCAAGCACAAACCATATGAGGCCAAGOA
1561 COGGACTGGOCOCCAGAGATAAACT T T T CGGOCTTTOCTAAATT TCCOCTACCAGOCAGOCAGT
1621 CAGCATGCCACTAGTACATAGAT TATTTTCAGGAGGGT TGAT
16831 AATCCATCACTAGAGATGG T T TAGAAACT T TACACATTTGT
1741 TAGOCTAAGOCTGOCAACATOCAGGAAGTCT TAAAGGGAGGGTGTTGTGTGAAACTGCCACGTT
1801 GOCAAAGTGCOCGAGGCOCTAGAAAGCAAAGCCTTTGCGACATGTTGTGATGCTGTGACCTGOCA
1861 GGAGOCTTTTTGCCOTCACAATAGTACTGTGTCCAGAGACGOCTCTCTGCATCCTCATATGG
1921 TTTGTOCTGAAACATTTGTAAAAATAGTTGTGAGGCTGATCAGCTTTATTGTAAACCAAGT
1981 TGGGGOOCTGAGCOCTGOTOCCAGTTGGGATCTCCAGCAAACCACTTCTTGACCTCGGAGAGT
2041 GOCAAGACTTGCCCTTGGGATGAGCATGGAGC TG TCTGG TACACCTACAGCT T TTTTATTT
2101 AGCGOCTGATATTTCACATATTGCTT TACCTAACACGGGAGTGOCCTTC TTCAATTTCTG
2161 CCAAAGCATTGAAAGCTTT GAAAAGGGGAG
zz=z=1 AGGGTGOCACAAAAAAAT TACCAAGCTATTAACTACTATTGT TAAAACAGACAC
Z2z=81 TGGTATGGATATAGTTTTATGTTTTTCTATGTACATAATGAAGAGTGTACTATTATAGAT
Z2341 TTTTTTCAGTATTAAAAACAAGCAAGAT TGTAAACAGAAATATT TTATCTTTTTATGAGG
2401 ACGAATCACGCTGAAGAATACCTTGAGT TACCATATAAACTGTATATCCTGAAAGCATGTCT
2161 CTTCACTTAGAGT TAT TAGCCCOCTAATCCAAATACATTGCTGATCCAAGACAT T TACATT
2521 GTTGTTATACGOCT TACAGATATAACTCACACT T TT T TAAAATITICTGCATGTACATTAAAG
2E81 ACTACAATAAAAAGCAAANANANNAN

Fig. 2 Nucleotide sequence of Caveolin-1 gene and putative amino acid sequence of Caveolin-1 in Columba livia domestica

2 FiYCaveolin-13E N M A TR 751

X5, AN Caveolin-1



480

31 %

* 2 REES5HT Y Caveolin-1 £ E 475X B9 ELE 14 ELER

Tab.2 Homologous comparisons of Caveolin-1 gene CDS between Columba livia domestica and other species
Py GenBank & %5 BRI AR (%) SR IR (%)
Species Accession no. Nucleotide homology Amino acid homology
W4+ Bos taurus AY823915 82.0 88.5
KK Canis lupus familiaris NM_001003296 81.8 85.4
A Gallus gallus NM_001105664 93.4 97.2
N Homo sapiens NM_001753 81.2 86.9
4F Ovis aries AY684195 82.0 88.5
HRRE Pan troglodytes NM 001135818 81.2 86.9
WK W (beta)Rattus norvegicus NM_ 133651 80.1 89.2
W4 Sus scrofa AY490204 80.2 88.5
99 | Bos taurus
96 Ovis aries
75 Sus scrofa
64 Canis lupus familiaris
r Homo sapiens
100 L Pan troglodytes
Rattus norvegicits
Gallus gallus
0.02 100 Columba livia domestica
—

K 3 FETFAFRYIFN Caveolin-1 FE KA 43 BEAL A

Fig. 3 Neighbor-Joining tree reconstructed based on Caveolin-1 gene

S S AT . {fF TMPRED 782840 #7 T L Fiil 52
Y Caveolin-1 E5 L EE M) (K] 4), 133 — MR LR
B, 78 112~ 130 R AL, 1% HF1E 5 A1) Caveolin-1
R AL
2.5 A [EHLE mRNA RiEDH

KA 8 & RT-PCR J7i2:, 0l T Caveolin-1
FEA mRNA ZEZ AL, FFE. Bl L. DL .
BRILS F /N B FIR G S5 AN R AL ) 2Rk 1 O
() P LACH i 2 -3 -1l 1% it & i (GA PDH) %5 DR 1) 2%
EAVE NS (A 5). ik PCR &A4F4E4L, 4351
EF GAPDH #:NF1 Caveolin-1 FEDIAEY WiEN
S WA B 28 KA 34 IR SRR,
Caveolin-1 mRNA TERNT P IR iA E 5y, B
fifiv WL WUE . BRIURVNE I8 B s T
JHERE S RS rp s &, T A Rk R I

3 i R

A58 K Al RT-PCR. 5'-RACE il 3-RACE ]
TIEEIRNEK B ILMILAHZLE RNA iy 38T
Caveolin-1 J£[X ¢cDNA B, welEillf v, PiEsk
13 T K1Y Caveolin-1 JE 114> K cDNA J¥41. %7
HIELE 537 bp M eSSl 178 NI -
F4% 790 5 AP FP ] Caveolin-1 FEPIRZ AT BRFNZ
SR PP HILAL, HIHAYR R, Hh s
XY AR B 7 . Caveolin-1 fE#SHK AN
A oo B WMOEAL, SR FPAIECN I, Fdi v bE
BN PR o RLRF 1

L3I Caveolin-1 54 LLERF#K: N 3l C
B R A, PR SK ) 102~ 134 ZHERR AR
FIE R RS AR BN (Le et al, 2009). 7E N
i gy e, AP EE DR AN RALTH 61~
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TMpred output for Columba livia domestica caveolin-1 i-=0

2000

1000

-1000

4Hf Scores

-2000

3000

=4000

-5000

'6000 L 1 1 1 1 1 1 L ]
0 20 40 60 80 100 120 140 160 180

FHERATE  Amino acid position

Kl 4 KA Caveolin-1 & [ 115 B8 45 F4 Tt
Fig. 4 Predication of transmembrane structure of Caveolin-1 in Columba livia domestica
BEAAARFTR ARG Caveolin-1 2 A ACEEIRAL B s PABKR A ME, AMIEK T 500 #H A HHR S, IEMCABUKYE, SRR, >0 RomTi A
WEINEAL,  o->i KR TT W A ISR B o
The abscissa is the amino acid position of Columba livia domestica Caveolin-1, and the ordinate is the scores. Scores above 500 are considered significant.
Scores above zero mean hydrophobic, meanwhile scores below zero mean hydrophilic. i->0 and o->i show the directions from inside to outside, and from

outside to inside, respectively.

(bp) M 1
500

caveolin-1

250 GAPDH

Bl 5 K Caveolin-1 JEINFRIL 1252 & RT-PCR Aol
Fig. 5 Detection of Caveolin-1 gene expression in Columba livia domestica by semi- quantitative RT-PCR
M: DL-2000 DNA Marker; 1: MWL 2: JHWE; 3: Jilis 4: 0L 5. WU 6: BEWL 7: Ms 8: /MW 9: B 10: .
M: DL2000 DNA Marker; 1. Breast Muscle; 2. Liver; 3. Lung; 4. Heart; 5. Muscle stomach; 6. Thigh muscle; 7. Brain; 8. Small intestine; 9. Kidney;
10. Fat.

101 %2 55 IR Bk 2% 11 55 56 Ak I B8 33 (oligomerization
domain), ‘& /& Caveolin-1 AR F AT B[] 5 S 5R A
PR G5k 3l — AL T3 82~101 2 IRk
FE 1725 5 1 T 421X (Caveolin scaffolding domain,

CSD), ‘&' Caveolin-1 5 Z R 54> FAH LA
FII X 3k (Cohen et al, 2003).  FATHE TN (1) 5 e
Caveolin-1 ZIERIFHI 5 N X, W5 A ZHE RS

I E AT B DA R A b R i DR S PRI s T
BT T R E

ARSI K Caveolin-1 55K mRNA HE4T T 41
LRIEZ T, APl 10 MH A, K
mRNA #7Fik, JCHARNRIT AL h Rk e,
X5 Wang et al (2008)3RIE 1] Caveolin-1 {EFEAEN
MAHLRKER A& . AT — ¥ RH

Yl Caveolin-1 ZHEMR T HIEATLURT, RIAEIX 9
AR, AR T AR 82~101 21
BRAFTE MM SRR A D) BRIRCER 61~ 101 S0 LR IL )
LR 751 e se A R (B 6). SRR DI REIR

PCR-SSCP i KX} Caveolin-1 R HEAT SNP K,
I H 5 N5 W MR AT A R M 4, B AR OR
Caveolin-1 FERTEZ RGP AL A5 0L, IF I H 2
R g T oiAR, It — B F0%E RITE & 2k
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MSGGKYVDSEGHLYTVPIREQGNIYKPNNKAMADE LSEKQVYDAHTKEIDLVNRD FKHLNDDVVKIDF EDVIAEPEGTH SEDGIWKASF TTF TVTKYWEY
MSGGKY VDSEGHLYTVPIREQGN IYKPNNEAMADE LSEKQVYDAHTKE IDLVNEDEKHLNDDVVKIDFEDVIAEPEGTH SFDGIWKASE TTE TVTKYWEY
MSGGKYVDSEGHLYTVPIREQGN IYKPNNKAMAEEMSEKQVYDAHTKEIDLVNRD PKHLNDDVVKIDFEDVIAEPEGTH SFDGIWKASE TTE TVTKYWEY
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Fig. 6 Comparisons of Caveolin-1 amino acid sequence among Columba livia domestica and other species

FHAAA Caveolin-1 FERALDIRESRCER 617~ 101 ZHERRIRIL).

The bolds are the function domain of Caveolin-1 (61 - 101 amino acid residues).
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