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Abstract: The physiological and behavioral differences between Myotis lucifugus and Pteropus vampyrus should be attributed to
molecular mechanisms and deserve intensive investigation. We conducted genome-wide scan for coding sequences from the
orthologue genes of seven mammalian species. Selection analyses were carried out by setting the branches leading to Myotis
lucifugus and Pteropus vampyrus as foreground branches, respectively. Enrichment analyses were conducted for positively selected
genes. Our results indicated that more genes exhibited positive selection in Myotis lucifugus than that in Pteropus vampyrus. The
positively selected genes of the two species were enriched in different functions. The differences between Myotis lucifugus and
Pteropus vampyrus represented their differentiation in biological functions, especially the functions of immunity, motor ability,
energetic metabolism and sensory organ development.
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RATIRE TR AR N ~20 R/s, MAEBZIEYIT
A AT $E = $) 200 #]/s (Fenton & Barclay, 1980). /)
PRI () 5 DR ALy (2X) A il 7L 3 4 26 DR 4 3 )
Mammalian Genome Project f]—354), B J5 %% 1 it
HEREER AN PR E e (7X).

RINIE SR B NG &, 22 04 T 2R, 2t
B K ) R U ) Bl 2 (Kunz & Jomes, 2000;
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N, E I EY A AEE MRS (Lekagul &
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FIR G A %) (Acharya et al, 1998; Sanchez et
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(positive selection)73 4T, ] DAAIZE R ZH AR 1) B4
Lxf gty AN R I 5 38 B Pk PR A DG R BE R L
X 3K A W 0 ol 14 e R 2B 45 R v 35 B R A K
B — Ay S 3 [ MR K AR 2 e L, ot
ok B X0, 455 9 o s g RV IACLE A B A BRI AL, AFSR
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RIZH s, Al ) BE R 95 2 1 BT T 2N SLBh )
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LA ENSEMBL J:[H %5 (version 64) 14 %E
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TR T H DAVID #H T O fe i Reop s (e I,
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(Go ontology)f! KEGG il #% I, Fisher ¥t %4
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